Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.007 Å; R factor = 0.048; wR factor = 0.138; data-to-parameter ratio = 15.3.
In the title Schiff base molecule, C 13 H 9 BrClN, the dihedral angle between the benzene rings is 49.8 (2) and the molecule has an E configuration about the C N bond. In the crystal, there are no directional interactions but only van der Waals intermolecular interaction forces between neighbouring molecules.
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For the antibacterial activities of Schiff base compounds, see: El Masry et al. (2000) . For the anticancer properties of Schiff base compounds, see: Dao et al. (2000) . For related crystal structures, see: Sun et al. (2011a,b) ; Guo et al. (2011) . For standard bond-length values, see: Allen et al. (1987) . Data collection: APEX2 (Bruker, 2007) ; cell refinement: SAINT (Bruker, 2007) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL.
Experimental
(E)-4-Bromo-N-(2-chlorobenzylidene)aniline
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Comment Schiff bases compounds have attracted a lot of attention for a long time, because of their applications as antibacterial (El Masry et al., 2000) , and anticancer (Dao et al., 2000) agents. We report herein, on the crystal structure of the title new Schiff base compound.
The molecular structure of the title molecule is illustrated in Fig. 1 . The geometric parameters agree well with those reported for similar structures (Sun et al., 2011a,b; Guo et al., 2011) , and all the bond lengths are within normal ranges (Allen et al., 1987) . The dihedral angle between the two aromatic rings in the Schiff base molecule is 49.8 (2)°.
In the crystal, there are only van der Waals intermolecular forces between neighbouring molecules.
Experimental
A mixture of 2-chlorobenzaldehyde (10 mmol), 4-bromoaniline (10 mmol) and methanol (50 ml) was refluxed for 6 h. It was then allowed to cool and was filtered. Recrystallization of the crude product from methanol yielded colourless crystals, suitable for X-ray diffraction analysis.
Refinement
The H atoms were positioned geometrically and refined using the riding-model approximation: C-H = 0.93 Å, U iso (H) = 1.2U eq (C). Fig. 1 . The molecular structure of the title molecule, with atom labels and displacement ellipsoids drawn at the 50% probability level. (4) 
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